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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UQCRFSI1 7386 BC000649 NM_006003
About the gene

Official Symbol UQCRFSI1

Previous Symbol -

Official Full Name | ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1

Synonyms RIST; RIP1; UQCRS; RISP
Location 19q12

Gene Type protein-coding gene

Uniprot ID P47985

Pathway/Library others

: Component of the ubiquinol-cytochrome ¢ oxidoreductase, a multisubunit transmembrane complex that
is part of the mitochondrial electron transport chain which drives oxidative phosphorylation. The
respiratory chain contains 3 multisubunit complexes succinate dehydrogenase (complex II, CII),
ubiquinol-cytochrome ¢ oxidoreductase (cytochrome b-c1 complex, complex III, CIII) and cytochrome c
Gene Summary oxidase (complex IV, CIV), that cooperate to transfer electrons derived from NADH and succinate to
molecular oxygen, creating an electrochemical gradient over the inner membrane that drives
transmembrane transport and the ATP synthase. The cytochrome b-cl complex catalyzes electron transfer
from ubiquinol to cytochrome c, linking this redox reaction to translocation of protons across the
mitochondrial inner membrane, with protons being carried across the membrane as hydrogens on the




quinol. In the process called Q cycle, 2 protons are consumed from the matrix, 4 protons are released into
the intermembrane space and 2 electrons are passed to cytochrome c. The Rieske protein is a catalytic core
subunit containing a iron-sulfur cluster. It cycles between 2 conformational states during catalysis to
transfer electrons from the quinol bound in the Q(0) site in cytochrome b to cytochrome c1 (By similarity).
Incorporation of UQCRFSI1 is the penultimate step in complex III assembly (PubMed:28673544).
UCRI_HUMAN,P47985: Component of the ubiquinol-cytochrome ¢ oxidoreductase (cytochrome b-cl
complex, complex III, CIIT). UQCRFS1 undergoes proteolytic processing once it is incorporated in the
complex III dimer. One of the fragments, called subunit 9, corresponds to its mitochondrial targeting
sequence (MTS). The proteolytic processing is necessary for the correct insertion of UQCRFSI in the
complex III dimer, but the persistence of UQCRFS1-derived fragments may prevent newly imported
UQCREFSI to be processed and assembled into complex III and is detrimental for the complex III structure
and function. UCRI_ HUMAN,P47985
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 137/3l
C0222 R RIEW(100X) 100ml
D0508S/M S PR 21 i 0 R AR A DI R 25/1007K%
D7080S/M/L T7 Endonuclease I (CRISPRZ 42 [ 2R 45 % 7€ H) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M & 2%) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2 2%) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (W:#4%5% %) 250mg
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